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Supplementary Table 1 – Definition of seed areas used in the study. The anatomical name, its abbreviation and the 
coordinates in MNI space are provided for each seed. 
Seed name Abbreviation MNI coordinates 
Posterior cingulate cortex PCC [0, -66, 28] 
Medial prefrontal cortex MPFC [0, 44, 10] 
Left angular gyrus LANG [-57, -63, 17] 
Right angular gyrus RANG [57, -63, 17] 
 
 Fig. S1 – hdEEG connectivity map for DMN for different frequency bands. Connectivity was calculated for 
LANG and RANG as seed regions (light blue dot), respectively, in delta (1-4 Hz), theta (4-8 Hz), alpha (8-13 
Hz), beta (13-30 Hz) and gamma (30-80 Hz) bands. Spatial maps are shown in coronal, sagittal and axial 
sections. The significance level is set to p<0.05, FDR corrected. 
